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The big difference in LOD score between these examples can be explained as fol-

lows. First, we see that in the recessive case all 12 meioses are informative, while

only half of them are so in the dominant scenario. It should be noted, however,

that this difference depends on knowing the parental phases. In real cases the

phase is usually unknown, making the information content fairly equal between

recessive and dominant pedigrees (see also Section 18.3.7). Second, the presence

of a recombination in Example 18.3 between the marker and the disease gives a

substantial drop in the LOD score. This is one of the reasons for using dense

marker maps, thereby increasing the probability of having a marker close to the

disease locus.

Missing information

The ideal setting of the above examples, with none of the complicating factors,

rarely or never occurs in real-life situations. Our next one is a bit more realistic

Example 18.5 (Unknow phase, dominant disorder) 
Figure 18.5 shows the same family as in Figure 18.3, but with some missing

information.

Figure 18.5 Pedigree with missing information.

Figure 18.6 Same pedigree, including information deduced from assumptions.
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